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� �� ,QWURGXFWLRQ�

We would like to thank you for your interest in the AZUR Chromatography Data System. 
This Quick Tour is designed to give you an overview of AZUR possibilities and ease of use. 
For any further information, feel free to contact DATALYS or your local reseller. 
 
AZUR is a XQLYHUVDO system for GDWD�DFTXLVLWLRQ and SURFHVVLQJ from any commercially 
available GC and LC. AZUR is able to DFTXLUH data up to � � FKURP DWRJUDSKLF�V\ VWHP V 
using different acquisition interfaces (3&,  board, 5 6� � �  or 8 6% external device). For some 
analytical instruments, it’s also possible to fully FRQWURO them from your AZUR station. 
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� �� . H\ �) HDWXUHV�

·  8 VHU� IULHQGO\ � LQWHUIDFH� With AZUR you will enjoy chromatography ! AZUR is 
unique since it offers tools like AzurBar, Wizards, Videos, PeakTip which makes it 
easy to use by any chromatographist. Its graphic interface allows you to manipulate 
your chromatograms as you never done before. 

·  ,QWHJUDWLRQ� Perfect detection of peaks, graphical determination of integration 
parameters, large range of integration events and comprehensive manual integration. 

·  ,GHQWLILFDWLRQ� Absolute or relative with several reference peaks. The “on the fly”  
mode allows direct peak identification on the chromatogram. 

·  4 XDQWLILFDWLRQ� Nine quantification modes including normalization, response 
factors, internal and external standard methods. Wide choice of mathematical 
models and calibration points weighting. 

·  3HDN�JURXSLQJ� Intuitive peak grouping by name and by time slice. Calibration of 
groups of peaks. 

·  %DWFK� UHSURFHVVLQJ� AZUR automatically processes large batch of analysis 
including integration, calibration, report printing and data export operations. 

·  $ XGLW� 5 HVXOWV� Unique Audit Results view which allows you to check 
instantaneously how the quantification has been performed. 

·  6XP P DU\ �5 HSRUW� Displays and prints the results for all the injections generated by 
a sample sequence or a batch reprocessing.  

·  6XLWDELOLW\ � Column performance calculations, asymmetry, plates number, 
resolution, retention time drift, etc… 

·  ,QVWUXP HQW�FRQWURO� Direct control of some chromatographic instruments (contact 
us to get the list). Fast and easy instrument driver development. 

·  ( YROXWLYH� Continuous development and frequent upgrades based on users 
suggestions. 
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� �� ,QVWDOODWLRQ�RI�WKH�GHP RQVWUDWLRQ�YHUVLRQ�

To use AZUR, you will need a computer running Windows 98, 2000, NT or Windows XP, a 
color monitor (minimum 800x600, 256 colors), a mouse (if possible with the mouse-wheel) 
and CD-ROM drive.  
 
Insert the Datalys Products CD-ROM in the CD-ROM drive. The DATALYS products 
installation menu automatically appears (if not, run the "setup.exe" file on the CD). 
 

  
) LJXUH�� �� �WKH�' DWDO\ V�3URGXFWV�,QVWDOODWLRQ�P HQX�

 
Select $ =8 5  and then, $ =8 5 �VRIWZDUH�in the second menu and follow the instructions. 
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� �� 6WDUW�$ =8 5 �

Go to the 6WDUW�_�3URJUDP V�_�' DWDO\ V�_�$ ] XU menu to run AZUR or click on the AZUR icon 
on your desktop. The registration window appears : 
 

 
) LJXUH�� �� �7KH�5 HJLVWUDWLRQ�GLDORJ�ER[ �

 

Check the box 8 VH�LQ�GHPR�PRGH and click on the Launch button . You have 30 days of 
free demonstration use of AZUR after you installed it. During this period, there is no 
limitation and you can explore all the capabilities of the software. You can even try the data 
acquisition process which is simulated with data files. 
However if you haven’ t enough time to evaluate our software, it’s possible to extend the 
trial period on request. 
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� �� ) HHO�&RP IRUWDEOH�LQ�$ =8 5 �( QYLURQP HQW�

 
) LJXUH�� �� �$ =8 5 �: RUNVSDFH�

 

The default workspace includes : 
·  a menu bar with 10 menus (File , Edit, …, Window, Help), 
·  the main toolbar with buttons to access the most used commands, 
·  the Context Bar which displays your file organization and the active (for the first use of 

AZUR, it is just showing the selected instrument), 
·  the Data Selector with the type, the name and the date of last modification of available files 

(if it doesn' t appear press the F10 key), 
·  the status bar which displays quick information on selected menus and items and also 

progress information for long operations (integration or reprocessing for example). 
 

5.1 Data Selector 
 

 
) LJXUH�� �� �7KH�' DWD�6HOHFWRU�
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The Data Selector is a useful tool to gain direct access to all AZUR files. Anyway, if you 

have a small screen, you can hide it by pressing the F10 key (or click on ).  
 
On top of the selector, you can choose the type of files you want to display : 
 

 $ QDO\ VLV These files contains the chromatogram, the process method used 
on the chromatogram and all the related information.  

 

 ,QVWUXP HQW These files are AZUR representation of physical instrument. 
Normally, you will have one instrument file per connected 
instrument.  

 

 6HTXHQFH The sequence is used to run automatically multiple acquisition 
and associate them an automatic processing.  

 3URFHVV�P HWKRG The process method contains all parameters to automatically 
integrate, identify, quantify and print a series of samples.  

 &KURP DWRJUDSKLF�P HWKRG  The chromatographic method is designed to contain 
parameters to control your instrument from AZUR.  

 

 &DOLEUDWLRQ�FXUYH The calibration curves are used to quantify unknown samples 
using either external standard or internal standard.  

 5 HSRUW�IRUP DW These files are describing the appearance of the analysis reports 
you want to print.   

 5 HVXOWV�WDEOH�IRUP DW The results table format stores the name and type of information 
on the peaks you want to display and print.  

 
Then you can open file either by double-clicking on it or by selecting it and then click on 
the >2 SHQ@ button. If you only know the beginning of the file name, type it in the blank field 
above the files list and click on the >! ! @ button to locate the next file beginning with the 
same letters. 
 
7LS : If you do not want to use the selector, you can simply use the ) LOH�_�2 SHQ menu which 
will display a similar dialog that disappears as soon as you have selected your files. 
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5.2 Context Bar 
 

 
) LJXUH�� �� �7KH�&RQWH[ W�%DU�

 
By default, the Context Bar only shows the active instrument. By changing the active 
instrument using the instrument bar, you change the files that are displayed in the selector 
(Analysis, Sequences, Process methods, Chromatographic methods and Calibration curves 
are classified by Instrument) and in the Open File dialog. 
You can show and hide the Context bar by using the 9 LHZ�_�&RQWH[ W�%DU menu.  
For advanced users, the Context Bar allows to select the sub-directory where your data 
files will be saved. For this refer to § 15 – Context Definition. 
 

5.3 AzurBar 
Now you can open an analysis by going in the ) LOH� _� 2 SHQ menu (or 

clicking on the  button in the main toolbar or using the Data Selector) 
and selecting the "Ext6" analysis. 
 

 
) LJXUH�� �� �7KH�2 SHQ�) LOH�GLDORJ�

 
Click on >2 . @. The "Ext6" analysis is open. On the left side of the 
chromatogram you can see the $ ] XU%DU .  
 

You can hide and show it by going in the 9 LHZ�_�$ ] XU%DU�menu.  
Its purpose is to display different views of the Analysis (or of the Process Method, the 
Instrument…) focusing on different information. 
 

Click on the different buttons ([Identification], [Quantification], [Information] …) to get an 
idea of what is going on. All this view have been predefined to group functions 
corresponding to one particular task.. The name of the selected view appears on the top of 
the AzurBar.  
 

Now you should feel quite comfortable in AZUR environment. What about trying to make 
an acquisition? 
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� �� 6WDUW�\ RXU�) LUVW�$ FTXLVLWLRQ�LQ�� �6HFRQGV�

AZUR offers many different capabilities for data acquisition. You can use it as a simple 
integrator and acquire quickly chromatogram without any preliminary parameters settings. 
But also in fully automatic mode from injection to report printing, typically with an 
autosampler. 
 

6.1 Start Acquisition 
Go to the ,QVWUXP HQW�_�3UHSDUH�DFTXLVLWLRQ�RQ�«  then select the VirtualInstrument and 

click on >2 . @. Select the ,QVWUXP HQW� _� 6WDUW menu or click on the  button. The 
acquisition is starting and AZUR switch to the 6LJQDO view of the Instrument (see the figure 
below). 

 
) LJXUH�� �� �9 LHZLQJ�DQ�DFTXLVLWLRQ�LQ�WKH�,QVWUXP HQW�� 6LJQDO� �YLHZ �

 
The 6LJQDO view of the instrument includes many different parts : 
·  On the top left of the screen, you can find the instrument toolbar with 9 buttons (Start, 

Change time, Stop, Modify information, Configure, Process signal, Full scale display, 
Split signals and Synchronize), 

·  On the top right, you have, from left to right, the elapsed acquisition time (in yellow) 
and the remaining acquisition time (in blue), 

·  On the bottom left of the screen you can see the instrument state and actual baseline 
values (on each channel when two detectors are connected),  

·  On the bottom right, on the second line, there is a combo box enabling to change 
attenuation, i.e. the range of signal unit which will be displayed. 

If you do not like the colour for the axis, signal and background, right-click with the mouse 
on the signal display and select the ' LVSOD\ �2 SWLRQV menu. 
 
In case of dual detection like in this example, the two signals are displayed in overlay mode. 

Click on the button  to display them in separate windows (stacked mode).  
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) LJXUH�� �� �9 LHZLQJ�D�GRXEOH�GHWHFWRU�DFTXLVLWLRQ�LQ�WKH�6WDFNHG�P RGH��

 
For this tutorial purpose, you did not specify any acquisition length and any file name. You 
have use AZUR as a simple "integrator". So remaining time zone is inactive. By default, 
AZUR shows 10 minutes of acquisition. Of course, you can also set the acquisition 
parameters (run length, file name, ¼ ) before the run in the $FTXLVLWLRQ view of the 
Instrument. 
 

6.2 Zoom and Change Attenuation 
You can zoom on the current signal by selecting a zooming zone with your mouse (click 
with the left button of the mouse, then extend the zoomed zone by maintaining left button 
down and release it). 

 
) LJXUH�� �� �=RRP LQJ�

 
You can go back to full scale by clicking on the graph with the mouse right button and 

choosing the ) XOO� 6FDOH menu or simply by clicking the  button in the toolbar of the 
instrument. 
 

 
) LJXUH�� � �� �$ FTXLVLWLRQ�FRQWH[ W�P HQX
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If you only want to see what is happening near the baseline, use the ATTN combo box to 
choose what signal range you want to see. For example, select 2048 as attenuation to see 
what is going on : 
 

 
) LJXUH�� � �� �8 VLQJ�DWWHQXDWLRQ

 
In this case, AZUR only displays the lowest 2048µV part of the chromatogram. 
 

6.3 Change Acquisition Duration 

If you haven©t set any acquisition duration or if you want to change it, click on the  
button in the toolbar. The following dialog box appears : 
 

 
) LJXUH�� � �� �&KDQJH�DFTXLVLWLRQ�GXUDWLRQ�

 
Just type the new run length value and click on the >&KDQJH@ button. The remaining time 
display appears now. 
 

6.4 Change Information On The Fly 
If any event happens during the acquisition or simply if you want to associate some 
comments to the analysis, you have the possibility to write it down in the information part of 
the sample. These information will be kept in the analysis file. 
 
To do this, go in the ,QVWUXP HQW�_�&KDQJH�$ FTXLVLWLRQ�,QIRUP DWLRQ menu or click on the 

 button : 
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) LJXUH�� � �� �0 RGLI\ LQJ�LQIRUP DWLRQ�GXULQJ�DFTXLVLWLRQ�

 
Click on >2 . @ to validate changes. 
 

6.5 Stop Acquisition 
When you want to stop your acquisition, go in the ,QVWUXP HQW�_�6WRS menu or click on the 

 button. As you stop the acquisition manually, the software will ask you if your analysis 
is valid and if you want to save the analysis file. Click on >< HV@ to save your Analysis. 
 

 
) LJXUH�� � �� �&RQILUP DWLRQ�GLDORJ

 

 
) LJXUH�� � �� �6DYH�$ QDO\ VLV�GLDORJ

 
Enter the name you want for your analysis ("My first chromatogram" for example) and click 
on >2 . @. You can now open this Analysis (go to the ) LOH�_�2 SHQ menu, select your file and 
click on >2 . @). 
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� �� ' LVSOD\ �DQG�+DQGOH�&KURP DWRJUDP V�

We will continue this tutorial with another chromatogram. So close the "M\ � ILUVW�
FKURPDWRJUDP" Analysis and the "9LUWXDO,QVWUXPHQW" instrument (either go in the� ) LOH� _�
&ORVH menu or click on the button  at the top right of the window). 
Open the "Ext8" Analysis. 
 

7.1 Zoom 
As we already saw it when dealing with the acquisition, you can zoom on a desired part of 
the chromatogram by selecting with the mouse the chromatogram part that you want to 
magnify. 

To come back to full scale either click on the  button or use the corresponding context 
menu on the graph (click with the right mouse button) : 
 

 
) LJXUH�� � �� �WKH�FKURP DWRJUDP �FRQWH[ W�P HQX 

 
For quick access to other visualisation function, you have to display the Visualisation 

toolbar by clicking the  button : 
 

 
) LJXUH�� � �� �7KH�$ QDO\ VLV�9 LVXDOLVDWLRQ�7RROEDU�

 
Now you  can also zoom in and out in the chromatogram and undo the last zoom either with 
the buttons or by using the context menu. Try it ! 
 

7.2 Move the Chromatogram 
You can move the chromatogram on the screen, either by using the scroll buttons 

 or by clicking with the right button, maintaining it down and moving the mouse 

(the cursor then looks like this : ). 
0 RXVH� ZKHHO� VSHFLDO : if your mouse has got a wheel you can use it to move your 
chromatogram up-down or left-right (you have to press the SHIFT key then). 
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7.3 Stretch and Compress the Chromatogram 
There are four buttons on the Visualisation toolbar to stretch and compress the 

chromatogram on the screen :  . 
0 RXVH� ZKHHO� VSHFLDO : if your mouse has got a wheel, you can use it to stretch and 
compress your chromatogram. Hold the [CTRL] key to stretch and compress horizontally 
and the [CTRL] + [SHIFT] keys to stretch and compress vertically. 
 

7.4 Attenuation 
You can also stretch and compress your chromatogram by using the Attenuation combo 
box. 

 
 
By default, the value for attenuation is "Automatic" (i.e. the software displays the 
chromatogram in full scale) but you can choose another value if you want to magnify the 
chromatogram near the baseline. 
 

7.5 Copy the Chromatogram in a Word Processor 
If you want to copy the chromatogram display in your word processor software (Microsoft 
Word TM, for example), simply click on the chromatogram to ensure it is selected and go in 
the ( GLW�_�&RS\  menu. 
Then in your word processing software, go in the ( GLW�_�3DVWH menu (we used it to copy the 
next screen) 
 

 
) LJXUH�� � �� �&RS\ �RI�WKH�FKURP DWRJUDP �XVLQJ�$ =8 5 �>( GLW�_�&RS\ @�P HQX 
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7.6 Multiple Chromatograms Display 
You can display simultaneously several chromatograms. To add a second chromatogram, 
just drag and drop an analysis file from the Data Selector to the current chromatogram view. 
Try to overlay the ( [ W�  analysis : 
 

 
) LJXUH�� � �� �WKH�� ( [ W� � �LV�FXUUHQWO\ �GUDJJHG�IURP �WKH�' DWD�6HOHFWRU�LQWR�WKH�: RUNVSDFH�

 

 
) LJXUH�� � �� �WKH�P RXVH�EXWWRQ�KDV�EHHQ�UHOHDVHG�DQG�WKH�� ( [ W� � �DQDO\ VLV��LQ�SXUSOH��LV�RYHUODLG��

 
If you prefer display the chromatograms with their own axis in 6WDFNHG mode, you just have 

to click on the button  in the chromatogram toolbar. When the chromatograms are 

displayed in 6WDFNHG mode, this button changes to . Click again on the button to revert to 
the 2 YHUOD\  mode. 
 

If you want to remove the overlaid chromatogram, select the UHP RYH�( [ W�  command in the 
context menu which is accessible by mouse right clicking on the chromatogram. 
 

In order to compare these two chromatograms, it would be useful to shift one of them. 
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7.7 Shift the Chromatogram 
Sometimes, retention times drift can occur after several injections. In order to compensate 
this drift and to compare chromatograms, it is useful to shift the chromatogram. 
To do this, remove the ( [ W�  analysis and overlay the ( [ W�  one. Then simply click on the 
right button and choose 6KLIW�DQDO\ VLV�( [ W� �in the context menu (or from the menu $ QDO\ VLV�
_�6KLIW�DQDO\ VLV) : 

The mouse cursor changes to . Just drag and drop the chromatogram to a new position 
(the overlaid chromatogram remains fixed). The label of the shifted chromatogram display 
the shift value in minute. When you have finished, click on the right button to deactivate the 
Shift utility. 
 

 
) LJXUH�� � �� �WKH�( [ W� �FKURP DWRJUDP �KDV�EHHQ�VKLIWHG�RI�� �� � �P LQ��

WR�DOLJQ�WKH�ELSKHQ\ O�SHDNV�LQ�ERWK�FKURP DWRJUDP V��

 
To cancel the Shift and revert to the original data, select 8 QGR�6KLIW in the context menu (or 
in the $QDO\ VLV menu). 
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� �� 3URFHVV�WKH�&KURP DWRJUDP �

Now we are going to search for the best automatic parameters to integrate our 
chromatogram, to identify the peaks and to quantify our sample.  
Moreover we want to use these parameters for other chromatograms of the same batch. In 
AZUR, all these parameters are grouped in what we call the 3URFHVV�0 HWKRG. 
 

8.1 Integrate 
Let's start from the beginning. Close all the analysis and open the "Ext4" analysis.  
 

8.1.1 Peak Width & Threshold 
AZUR uses only two integration parameters: the 7KUHVKROG and the 3HDN�: LGWK. The Peak 
Width is used to smooth the first derivative of the signal and so to set start and end peak 
markers. It must be the base width of the smallest peak you want to integrate. Threshold is 
the slope value used to find peak start and peak end. A peak start is detected when two 
points with a slope bigger than the threshold parameter are found on the signal. 
 
You can view the parameters in the ,QWHJUDWLRQ� YLHZ of the analysis (click on the 
>,QWHJUDWLRQ@ button in the AzurBar to see it) or directly on your chromatogram by clicking 
on the  button to show / hide them. 
You can modify the value of these two parameters either in the ,QWHJUDWLRQ�view or directly 

on the chromatogram by clicking on the values.  
However, in order to help you to easily determine correct values for these parameters, two 
video wizards have been designed. 
 

First, click on  and select the narrowest peak you want to integrate (it is important that 
you indicate with the selection the exact width of the peak). 
 

 
) LJXUH�� � �� �3HDN�: LGWK�ZL] DUG

 

To evaluate a correct value of the threshold, click on the  button and select a noisy part 
of the chromatogram as explained in the video. Check it out ! 
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) LJXUH�� � �� �7KUHVKROG�ZL] DUG

 
It's necessary to evaluate Peak Width BEFORE Threshold as the second parameter is 
depending on the value of the first. 
You are ready now to do your first integration. Go in the ,QWHJUDWLRQ�_�,QWHJUDWH menu or 

just click on the  button. 
 

8.1.2 Peak Tip 
You can have a brief overview of your integration results by pointing the mouse cursor on 
an integrated peak and wait for about one second. The PeakTip appears displaying the peak 
parameters. 

 
) LJXUH�� � �� �3HDN7LS�RQ�DQ�LQWHJUDWHG�SHDN�

 

8.1.3 Integration Events 
In some difficult cases, you can improve the peak integration by adding integration events 
during the analysis. They allows to deal with numerous types of baseline shapes and 
anomalies. Call the context menu on the graph with a right-button click and choose the�$ GG�
( YHQW�menu. 

 
) LJXUH�� � �� �&RQWH[ W�P HQX�RQ�WKH�FKURP DWRJUDP �
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The Integration Event Explorer is displayed. Click on any event to display its video wizard 
which describes the effect of the integration event.  
 

 
) LJXUH�� � �� �WKH�,QWHJUDWLRQ�( YHQWV�( [ SORUHU 

 
Choose the >,1 7�@ event, enter 0.00 minutes and then click on >2 . @. Then add an >,1 7� @ 

event at 10.00 minutes. Thus disabling integration between the begin and the 10th minute of 

the chromatogram as the peaks that we are interested in are located after the 10th minute. 

Re-integrate in order to take this modifications into account (click on the  button) . Now 
our integration seems to be correct, we will identify our compounds. 
 

8.2 Identify Peaks 
A view has been especially designed for compounds identification : it is the ,GHQWLILFDWLRQ�

YLHZ. Display it by clicking on the corresponding button in the AzurBar . 
 

 
) LJXUH�� � �� �WKH�,GHQWLILFDWLRQ�9 LHZ
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8.2.1 On-the-fly Identification 
You can enter the name of your peaks directly on your chromatogram. Click on the 

>P DQXDO�HGLWLRQ@�  button and then click on the peak label and enter a name (for example 
ELSKHQ\ O for the peak located at 11.27 minutes). 

 

 
) LJXUH�� � �� �' LUHFW�LGHQWLILFDWLRQ�RI�D�SHDN�

 
You can do the same for the peak located at 13.03 (IOXRUHQH), at 16.23 (DQWKUDFHQH) and 

22.72 (IOXRUDQWKHQH). Click on the  button in the toolbar : the ,GHQWLILFDWLRQ�7DEOH (also 
called Peak Table) in the upper part of the view has been filled with the peak names. 
 

 
) LJXUH�� � �� �WKH�,GHQWLILFDWLRQ�WDEOH�DIWHU�LQLWLDOL] DWLRQ�

 
You can enlarge the Retention Time Window (column “+/- min.” ) from 0.1 minutes (which 
is the default value) to 0.5 minutes. 
 
Click with the mouse right button in the left upper cell. In the context menu, choose the 
&OHDU�HP SW\ �URZV command.  
 

 
) LJXUH�� � �� �' HOHWLQJ�HP SW\ �URZV�LQ�WKH�,GHQWLILFDWLRQ�7DEOH�

 
The resulting ,GHQWLILFDWLRQ�7DEOH�(which will be included in the Process Method) could be 
used later to identify other similar chromatograms . 
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8.2.2 Relative Identification 
To increase the robustness of your identification when the retention times shift, you can 
define one of them (preferably a large one) as the reference peak and use it as reference for 
the other. The column "Rt. /Rt. Ref" displays the relative retention time (ratio between the 
retention times of the peak and of its reference peak). For example, we could use the  
biphenyl as the reference peak for the three others. 
 

 
) LJXUH�� � �� �8 VLQJ�WKH�ELSKHQ\ O�DV�D�UHIHUHQFH�SHDN�

 
For large chromatograms, you could have more than one reference peak. 
 

8.3 Quantify 
Let's move on to the Quantification view of our analysis now. To do this click on the 
>4 XDQWLILFDWLRQ@�button in the AzurBar. The quantification view looks like this : 
 

 
) LJXUH�� � �� �7KH�$ QDO\ VLV�4 XDQWLILFDWLRQ�YLHZ�

 
The design of the Quantification Table is depending on the selected quantification mode. 
The Quantification Table will allow us to specify how our quantities (the 5HVXOWV column in 
the Results Table) are going to be computed. For this, select a quantification mode and a 
response type (area or height). Then, you have the opportunity to enter in your 
quantification table the requested parameters to build your calibration curve (the curve 
shape and the quantities of the different calibration levels).  
The easiest way to do that is to use the 4 XDQWLILFDWLRQ�: L] DUG. 
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8.3.1 Quantification Wizard 
To display the Quantification Wizard, use the $ QDO\ VLV�_�4 XDQWLILFDWLRQ�: L] DUG menu or 

click on the  button. The first dialog asks you which quantification mode and which 
response type you want to use. 
 

 
) LJXUH�� � �� �4 XDQWLILFDWLRQ�: L] DUG���WKH�4 XDQWLILFDWLRQ�0 RGH�

 
Select the ( [ WHUQDO� 6WDQGDUG quantification mode and the $UHD response type for this 
demonstration. For all mode using standard, you must also enter a number of calibration 
levels (i.e. the number of different sample amount for which you want to create a calibration 
point).  Enter 2 and click on >2 . @. 
 

 
) LJXUH�� � �� �&DOLEUDWLRQ�: L] DUG�� �GHILQLWLRQ�RI��WKH�FDOLEUDWLRQ�OHYHOV�

 
Enter the amount of each compound in each calibration solution (each level is 
corresponding to a different standard, or a different dilution of a standard). Use the values 
given in figure above and the click on >1 H[ W�! @. 
 

 
) LJXUH�� � �� �4 XDQWLILFDWLRQ�: L] DUG���GHILQLWLRQ�RI�FDOLEUDWLRQ�FXUYHV�P RGHOV 

 
Change the weighting of the calibration points to 
"=". To do this conveniently, select the four cells 
of the : HLJKWLQJ column and click with the mouse 
right button on the selection. The following dialog 
is appearing : 

) LJXUH�� � �� �7KH�� 0 XOWLSOH�XSGDWH� �GLDORJ�

 
Select "=" and click on >2 . @. This mechanism is available in almost every grid in AZUR. 
Click on >1 H[ W�! @. 
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) LJXUH�� � �� �4 XDQWLILFDWLRQ�: L] DUG�� �TXDQWLILFDWLRQ�RI�WKH�XQNQRZQ�SHDNV�

 
Leave the default option (1R�4 XDQWLILFDWLRQ for the unknown peaks) and click on >) LQLVK@. 
Your Quantification Table is created. 
 

 
) LJXUH�� � �� �7KH�4 XDQWLILFDWLRQ�7DEOH�

 

8.3.2 Save the Process Method 
Remember we have defined integration parameters, added integration events, filled the 
identification and quantification tables. In order to use these parameters to process other 
analysis, it could be interesting to save them all together in a 3URFHVV�0 HWKRG. Either go in 

the $ QDO\ VLV�_�6DYH�3URFHVV�0 HWKRG menu or click on the  button. 
Enter "my first process method" as the process method name in the Save dialog box and 
click on >2 . @. Your process method is saved and ready to be reused. 
 

8.3.3 Use the Process Method 
Go to the ) LOH� _� &ORVH� $ OO menu to close all your files (confirm you want to save the 
modifications) and then open the ( [ W�  file (now you should know how to do this). 
 
Then load your brand new process method "my first process method" by using the $ QDO\ VLV�

_�/ RDG�3URFHVV�0 HWKRG�menu or clicking on the  button. 
 
Click on >2 . @ and then press the >) � @ function key to begin the chromatogram processing 

(you can also use the  button or the ,QWHJUDWLRQ�_�,QWHJUDWH menu). 
 
Go to the 5 HVXOWV�view to display the Results Table. 
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8.4 Create Calibration Point (Reprocessing) 
Several ways are possible to create calibration points with AZUR. This can be done 
automatically with a sample sequence or a batch reprocessing. Another way is to create the 
calibration point after the acquisition. For this, you must link a process method in the 
Acquisition view of the Instrument like here under :  
 

 
) LJXUH�� � �� �7KH�$ FTXLVLWLRQ�YLHZ�RI�WKH�,QVWUXP HQW�DOORZV�WR�VHW�WKH�DFTXLVLWLRQ�DQG�SURFHVV�SDUDP HWHUV��

 
For each channel, you can precise the process method you wish to use. If the sample is a 
standard, you just have to select the calibration level (which you have entered in the 
quantification table) in the lower part of the Acquisition view (see Figure 39). This 
calibration point will be created in the calibration curve(s).   
 
But we can also create calibration points with already acquired analysis using the 

Reprocessing view. Open it by using the 7RROV�_�5 HSURFHVVLQJ menu or the  button on 
the main toolbar. 
 

 
) LJXUH�� � �� �WKH�5 HSURFHVVLQJ�YLHZ

 
 



AZUR Demo Tour V4.6  - 25 - 

Click on the button  in the first cell of the $QDO\ VLV column. You access to the open 
dialog box. Click on the header of the first column (1 DPH) to sort the analysis by alphabetic 
order and select the "( [ W� ", "( [ W� " and "( [ W� � " analysis by holding the [CTRL] key on the 
keyboard. Click on >2 . @.  
 
Then select the three first cells of the 3URFHVV�0 HWKRG column, click with 
the mouse right button on the selection and choose >6HOHFW@ in the context 
menu.  

) LJXUH�� � �� �7KH�FRQWH[ W�P HQX�RI�WKH�3URFHVV�0 HWKRG�FROXP Q��

 
Then select the process method named "' HPR� SURFHVV� PHWKRG" and click on >2 . @. The 
process method has been selected for the three analysis. 
The blue column indicates the quantification mode of the selected process method and the 
number of calibration levels defined in it (in this case "( [ WHUQDO�VWDQGDUG��� �"). 
 
In the / HYHO column (= Calibration Level), select "/ HYHO�� " for the Ext10 analysis, "/ HYHO�� " 
for the Ext8 analysis and "/ HYHO�� " for Ext6. 
 
In the 8 SGDWH column (= Calibration curve update) column, choose "5HSODFH" for the first 
row (to create a new calibration curve) and leave "$GG" for the other rows. 
 
If you have a printer installed, check the ( [ HFXWH�3RVW�5XQ box at the top of the screen. Let 
the 3ULQW�VXPP DU\ �UHSRUW and 6DYH�VXPPDU\ �LQ�$6&, ,  boxes uncheck. 
 
Your table should now normally look like this : 
 

 
) LJXUH�� � �� �DQ�H[ DP SOH�RI�5 HSURFHVVLQJ�WDEOH�

 

Click on the button  to start the reprocessing. At the bottom of the screen the detailed 
processing is described. 
 

 
) LJXUH�� � �� �WKH�%DWFK�5 HSURFHVVLQJ��VWDWXV�

 
The 3 analysis have been processed with the "' HPR�SURFHVV�PHWKRG" process method and 4 
calibration curves ("ELSKHQ\ O�$( ", "IOXRUHQH�$( ", "DQWKUDFHQH�$( " and "IOXRUDQWKHQH�$( ") 
with 3 calibration points each have been created.  
Now let's have a look at the calibration curves we just created. 
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8.5 View Calibration Curve 

Go in the >) LOH�_�2 SHQ@ menu, select the calibration curve icon  and open the "ELSKHQ\ O�
$ ( " curve (A stands for Area response and E stands for External standard) – you can also 
use the data selector to do this if you want. 
 

 
) LJXUH�� � �� �WKH�&DOLEUDWLRQ�&XUYH�GLVSOD\ �

 
You can see some details about your calibration curve, you can also zoom it and change its 
requested model and origin treatment. The curve shape and equation will not change 
anyway as we only have one calibration point. The "Real model" and "Real origin" fields 
indicate which model and which origin treatment are effectively applied. 
The table at the bottom of the page is listing the calibration points coordinates and some of 
the point attributes. 
Once you have explored the calibration curve view you can go back to the ( [ W� �analysis. 
Either close the calibration curve or select the Analysis tab at the bottom of the screen. 
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� �� 5 HVXOWV�7DEOH�

Go to the 5 HVXOWV view now to take a look to the Results table. At the bottom of this table, 
AZUR displays to tabs : >$ OO�SHDNV@ and >,GHQWLILHG�SHDNV@ . Click on >,GHQWLILHG�SHDNV@ to 
display the results of the only four peaks of interest. 
 

 
) LJXUH�� � �� �5 HVXOWV�WDEOH���WKH�>,GHQWLILHG�3HDNV@�WDE�

 
If you wish to display another parameter like for example the resolution, we can add a 

column to the results table. Click on the  button in the toolbar on the top of the view. 
 

 
) LJXUH�� � �� �$ GG�D�FROXP Q�WR�5 HVXOWV�7DEOH�

 
Select "5 HVROXWLRQ��( 3�". You can change the text in the "Title" zone and click on >2 . @. A 
column is added at the end of the Results table. This column displays the value of resolution 
calculated by the European Pharmacopea formula. If you want to have details about this 
formula, use the on-line Help. You access by pressing the F1 key. 
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) LJXUH�� � �±�$ =8 5 �2 Q�OLQH�+ HOS�

 

On the left part, click on the “ Index”  tab and type “Resolution”  as key word. Then you can 
display several topics relative to resolution.   
 

Once you have designed the Results Table as you want, click on the  button in the 
toolbar to save this format. If you want to use the layout of the results table for all your 

analysis, you just have to click on the button  to save the current format as the default 
one. 
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� � ��3ULQW�5 HSRUW�

It is time now to print the report of our analysis. To try this, you must have a printer 
accessible from your computer (either directly connected or on the network).  
AZUR is providing a set of predefined report (but you can also easily build your own). With 
your "( [ W� " Analysis open on the screen, go to the ) LOH�_�3ULQW�3UHYLHZ menu or click on 

the  button on the main toolbar. 
 

 
) LJXUH�� � �� �6HOHFWLQJ�D�UHSRUW�IRUP DW�

 
Select the ( 67 '  format (which has been designed to print results from an External 
Standard quantification mode) and click on >2 . @. If the preview of the printout is OK, click 
on the >3ULQW@ button to print your report.  
For advanced users, it is also possible to define your own report format. Open an existing 
report format from the Data Selector and modify it as you want ! 
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� � ��6DP SOH�6HTXHQFH�

Close all your open files (use the ) LOH�_�&ORVH�$ OO menu). 

Go to the ) LOH�_�1 HZ menu (or click on the  button). In the New Object dialog, click on 

the Sequence icon  to create a new sequence. 
 

 
) LJXUH�� � �� �1 HZ�6HTXHQFH���FKDQQHO�VHOHFWLRQ�

 
Uncheck the Detector 2 and click on >2 . @��
  

 
) LJXUH�� � �� �WKH�6HTXHQFH�YLHZ

 
At the top of this view, you can see the Sequence Toolbar, the current status of the sequence 
and the estimated time when the sequence will be finished. The bottom part of the screen 
inform you of the instrument state, the current acquisition elapsed time and the name of the 
instrument and of its detector(s). The AzurBar of the Sequence allows to access the History 
(where all the sequence executions and the created analysis are listed) and the Summary 
Report which is a report summarizing the whole results obtained for the different samples of 
the sequence. 
 

Each line is dedicated to one injection and each of these injections can have different 
properties. The cells which can be edited appears in green. You can choose the columns you 
want to display in the grid from the sequence properties.  

To do this, simply click on the  button. 
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) LJXUH�� � �� �WKH�6HTXHQFH�SURSHUWLHV�ZLQGRZ�

 
Click on�>� � @�and >! ! @ to show or hide the rows. You can also change the number of rows 
(up to 200) and the start mode. Click on >2 . @ to validate the changes. 
 
To fill most of the columns of the table, you can fill multiple cells simultaneously by 
selecting the cells with mouse and doing a click with the right button on your selection. 
 

 
) LJXUH�� � �� �0 XOWLSOH�FHOOV�XSGDWH 

 

The four buttons on the left of the toolbar allow respectively to start the sequence , to 

pause the sequence , to stop the current acquisition  and to stop the sequence .  
The "Pause" state has been designed to allow you to enter modification in your sequence 

(inserting an urgent sample, for example) while it is running. The button  allows you to 
have direct access to the current acquisition's signal while the sequence is running. 
You can try all this with a simple sequence with 4 samples (run length : 0.3 min) like here 
under. Start the sequence (you will have to save it), wait for the end or stop it and close it. 
 

 
) LJXUH�� � �� �D�VDP SOH�6HTXHQFH�LQ�UXQ�
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� � ��6XP P DU\ �5 HSRUW�

Return to the Reprocessing view (if you have closed this view, open it again and select the 
"( [ W� ", "( [ W� " and "( [ W� � " analysis). If the AzurBar of the Reprocessing doesn't appear, 

display it by clicking on the button  in the main toolbar. In the AzurBar, select the 

Summary Report icon.  Check that the selected Summary report style is 2 QH�7DEOH�SHU�
FRPSRXQG and the box 6WDWLVWLFV is checked. Then you get the Summary report as shown in 
the figure here under in the bottom of the screen. Click on one of the tabs to display the 
results of one of the compounds: 
 

 
) LJXUH�� � �� �7KH�UHVXOWLQJ�6XP P DU\ �5 HSRUW��

 

The Summary Report allows to get all the results from reprocessed analysis (when you have 
used the Reprocessing) or generated analysis (when you have used the Sample sequence). 
You can modify the Summary report format by changing the style (check the box 2 QH�
WDEOH) or by adding, inserting, deleting columns. As with the Results table, a simple right 
click on a column header access to the context menu.  

At last, you can export the Summary report (to Excel, for example) either in copying  or 

in saving in text format . 
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� � ��&RQWH[ W�' HILQLWLRQ�

By default, AZUR manages data by Instrument (all the data files are stored in the directory 
of the Instrument). Now you could wish to manage your data not by Instrument but by 
project and by user. For this, close all files and go to the ) LOH�_�&RQILJXUDWLRQ menu. Select 
the tab called ªContext definitionº: 
 

 
) LJXUH�� � �� �7KH�&RQWH[ W�' HILQLWLRQ�VFUHHQ�

As you see in the Criteria List on the left, only Instrument is available. We will create a 

Project and a User criteria by clicking on the button . Then we will enter the different 

values of these criteria. Select Project in the Criteria List and click on the button . Type 
ªAcidsº as the criteria value. Create also a project ªAlcoholº. Repeat this operation to create 
3 User values : Bill, John and Mark. Now the definition screen should look like this: 
 

 
) LJXUH�� � �� �7KH�&RQWH[ W�' HILQLWLRQ�VFUHHQ��� � �

 
Now look at the table in the bottom. Each line displays one of the different type of files used 
in AZUR. For each of them you can choose the criteria used to classify the files you will 
generate. For the Analysis, select Project as the Criteria 1 and User as the Criteria 2 (the 
Criteria 3 should remain empty). Click on >2 . @. 
You can see that the Context Bar is updated with the 2 new criteria we just added. The Data 
Selector is also updated.  
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If now we want to acquire data, we can select in which directory the resulting data files will 
be saved. Select the ,QVWUXP HQW� _� 3UHSDUH� $ FTXLVLWLRQ� RQ menu and choose the 
ª9LUWXDO,QVWUXPHQWº. A zone showing our 2 criteria (Project and User) has been added: 
 

 
) LJXUH�� � �� �6HOHFWLRQ�RI�WKH�' LUHFWRU\ �

 
If we choose ªAcidsº and ªJohnº using the drop-down lists, the resulting Analysis files will 
be created in the Data\Acids\John\ directory. 
 
 
 
 

� � ��&RQFOXVLRQ�

The AZUR Demo Tour is now finished. It has been designed to allow you to have a preview 
of the software but it©s not describing all the features. You can explore AZUR more in 
details, in particular, by using the help from the menu + HOS�_�+ HOS�RQ�$ ] XU��
 
AZUR also offers possibilities for Instrument control. Currently some drivers are available 
and it is also easy to develop new ones using our GenDriver module inside AZUR. Feel free 
to contact us to have more details about Instrument control. 
 
If you want to purchase AZUR, just contact DATALYS or its local distributor to get your 
license number and receive quickly your complete package.  
 

E-mail: contact@datalys.net 
www.datalys.net 

 


