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We would like to thank you for your interest in the AZUR Chromatography Data System.
This Quick Tour is designed to give you an overview of AZUR possibilities and ease of use.
For any further information, feel free to contact DATALY S or your local resdller.

AZUR is a XQYYHMXCsystem for GO DFTXDMMWMRQ and SLIRAAMQI from any commercially
available GC and LC. AZUR is able to DFTXUHdata up to  FKURP DRILDSKLE M WP V
using different acquisition interfaces (3&, board, 56  or 8 6%external device). For some
analytical instruments, it's also possible to fully FRQARCthem from your AZUR station.
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8 VW IUHXD LIOMIDAH With AZUR you will enjoy chromatography ! AZUR is
unigque since it offers tools like AzurBar, Wizards, Videos, PeakTip which makes it
easy to use by any chromatographist. Its graphic interface allows you to manipulate
your chromatograms as you never done before.

, QMILDARQ Perfect detection of peaks, graphical determination of integration
parameters, large range of integration events and comprehensive manual integration.

, GHOMNIFDARDQ Absolute or relative with several reference peaks. The “on the fly”
mode allows direct peak identification on the chromatogram.

4 XDONLFEDARD Nine quantification modes including normalization, response
factors, internal and external standard methods. Wide choice of mathematical
models and calibration points weighting.

SHDN JURXSIQJ Intuitive peak grouping by name and by time dlice. Calibration of
groups of peaks.

DMK UBLRAWMQ AZUR automatically processes large batch of analysis
including integration, calibration, report printing and data export operations.

$XAW 5HXAV Unique Audit Results view which alows you to check
instantaneously how the quantification has been performed.

6XP P DU 5 HSRJINVDisplays and prints the results for all the injections generated by
a sample sequence or a batch reprocessing.

6XIMVELMN Column performance caculations, asymmetry, plates number,
resolution, retention time drift, etc...

, QUAXP HOAMARQARO Direct control of some chromatographic instruments (contact
us to get the list). Fast and easy instrument driver devel opment.

( YROMWYH Continuous development and frequent upgrades based on users
suggestions.
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To use AZUR, you will need a computer running Windows 98, 2000, NT or Windows XP, a
color monitor (minimum 800x600, 256 colors), a mouse (if possible with the mouse-wheel)
and CD-ROM drive.

Insert the Datalys Products CD-ROM in the CD-ROM drive. The DATALYS products
installation menu automatically appears (if not, run the "setup.exe" file on the CD).

Welcome to DATALYS
products installation (CD v4.5) AZUR version 4.5

Chromatography software
A Z U R and Data Aquisition System AZUR software

Readme

Acquisition interface drivers

O S I R I S Opﬁmizﬁ:ﬂg&:ﬂparaﬁon Instrument control drivers

User manual
L] [
* *

JLUXH  WH' DEOV3URGXRNV, QUEAARQ P HX

Select $=85 and then, $=85 VR\¥ D Hin the second menu and follow the instructions.
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Go to the BWUN 3WRILLP V' DROV_$] XUmenu to run AZUR or click on the AZUR icon

on your desktop. The registration window appears :

Registration N

o Azur
U sewr

Xl

Welcome ko Azur !
¥ Use in dema mode
[~ Extend trial mode
[~ Reqister version
[~ Reqister process version

Demo version ends on 632004

gj wer ) whos

Presious Launch

a Cancel

YLUXWH  7KH5 HIMADARQ GD® ER

Check the box 8 VHLQGP RP R3Hand click on the Launch button . Y ou have 30 days of
free demonstration use of AZUR after you installed it. During this period, there is no
limitation and you can explore all the capabilities of the software. Y ou can even try the data

acquisition process which is smulated with data files.

However if you haven't enough time to evaluate our software, it's possible to extend the

trial period on request.
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~loix

Fle Edit View Analysis Integration Instrument Sequence Tools Window Help

[peu|en|refafa ™k < ¢ | ;w3

=zl
EEFT T BRT=TE]
| oo EITYE N

Instrument | Virtualnstrumer ¥ 0 o

P —" 3000004 Ext8
Name | Acq. Date | Mo Ful Sereen ——
¥ Dats 08/
Bexts 18/02/20. 08/ M
DVExs 18/02/20.. 08/ :
2250004
e 18m2en. o6/ e -
Bhewe 18/02/20. 06/ e
DEwd 18/02/20.. 08/ w - k=
Fiesults = 1500004 E
o
Integration

750004 e

&l
Identification ‘
o %

H 12 15 21

Quaniiication -
I O Minutes

Open \ Delete \

YUXWH $=85: RNSCFH

The default workspace includes :

amenu bar with 10 menus (File, Edit, ..., Window, Help),

the main toolbar with buttons to access the most used commands,

the Context Bar which displays your file organization and the active (for the first use of
AZUR, itisjust showing the selected instrument),

the Data Selector with the type, the name and the date of last modification of available files
(if it doesn't appear press the F10 key),

the status bar which displays quick information on selected menus and items and also
progress information for long operations (integration or reprocessing for example).

5.1 Data Selector

I =

T P
| ]

Project | Q FG3E73 28
Instrurment |% Instrument2 i
Name | Modified | Acg. Date | Points =
T Project - FG3E79 08/12/2003 14:21:48
Mirib001 08/12/2003 14:22:53  12/07/1999 23:54:00 11385
Extd 0812/2003 14:18:19  18/02/2000 14:47:44 1561
Extd 08/12/2003 14:18:19  18/02/2000 14:47:24 1561
Ext10 08/12/2003 14:18:19  18/02/2000 14:46:31 1561
TFTA-C2-FID 26/03/2002 09:46:52  14/03/2002 15:04:48 18003
TFTA-C22-FID 25/03/2002 09:46:52 18009
STFTAC1 4 -FID 25 52 :
TFTA-C16-FID 25/03/2002 09:46:52  14/03/2002 15:51:44 18004 1.
Phenel25 21/07/1999 07.55:58
Mirb002 21/07/1999 07:55:58
Phenel24 21/07/1999 07:55:58 LI
Open | Delete ‘

JUXH  7KH' DR6HDRAR
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The Data Selector is a useful tool to gain direct access to all AZUR files. Anyway, if you
have a small screen, you can hide it by pressing the F10 key (or click on @).

On top of the selector, you can choose the type of files you want to display :

lﬁ $ DOV These files contains the chromatogram, the process method used
on the chromatogram and all the related information.

ﬁ , QUAXP HOWV These files are AZUR representation of physical instrument.
Normally, you will have one instrument file per connected
instrument.

|E 6HMXHIH The sequence is used to run automatically multiple acquisition

and associate them an automatic processing.

lE SURAHWP HKNRG The process method contains all parameters to automatically
integrate, identify, quantify and print a series of samples.

% &KURP DRIUSKIEP HMRG  The chromatographic method is designed to contain
parameters to control your instrument from AZUR.

IE &DIEWDARQFXUYH  The calibration curves are used to quantify unknown samples
using either external standard or internal standard.

IE 5 HBRUONR.P DV These files are describing the appearance of the analysis reports
you want to print.

|E 5 HXOVWE®II RP DV The results table format stores the name and type of information
on the peaks you want to display and print.

Then you can open file either by double-clicking on it or by selecting it and then click on
the > SH)@utton. If you only know the beginning of the file name, type it in the blank field
above the files list and click on the 3 ! @putton to locate the next file beginning with the
same letters.

71S: If you do not want to use the selector, you can simply use the) L®_2 SHYmenu which
will display asimilar dialog that disappears as soon as you have selected your files.
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5.2 Context Bar

YLUXH 7 KH&RQM WU

By default, the Context Bar only shows the active instrument. By changing the active
instrument using the instrument bar, you change the files that are displayed in the selector
(Analysis, Sequences, Process methods, Chromatographic methods and Calibration curves
are classified by Instrument) and in the Open File dialog.

Y ou can show and hide the Context bar by using the 9 Lz _ & RQM W/dUmenu.

For advanced users, the Context Bar alows to select the sub-directory where your data
fileswill be saved. For this refer to § 15 — Context Definition.

5.3 AzurBar
Now you can open an analysis by going in the ) LI 2 SHQ menu (or
clicking on the H button in the main toolbar or using the Data Selector)
and selecting the "Ext6" analysis.

YUXWUH  7KH2 SHD) LOIGD®

Click on 2. @The "Ext6" analysis is open. On the left side of the
chromatogram you can see the $ ] XUWdU.

Y ou can hide and show it by goinginthe 9 HZ _$ ] XWdDUmenu.
Its purpose is to display different views of the Analysis (or of the Process Method, the
Instrument...) focusing on different information.

Click on the different buttons ([Identification], [Quantification], [Information] ...) to get an
idea of what is going on. All this view have been predefined to group functions
corresponding to one particular task.. The name of the selected view appears on the top of
the AzurBar.

Now you should feel quite comfortable in AZUR environment. What about trying to make
an acquisition?

-8- AZUR Demo Tour V4.6



6B RXU) LUMS FTXIVIMRQLOQ 6 HFRQGV

AZUR offers many different capabilities for data acquisition. You can use it as a simple
integrator and acquire quickly chromatogram without any preliminary parameters settings.
But aso in fully automatic mode from injection to report printing, typically with an
autosampler.

6.1 Start Acquisition
Go to the , QWAXP HQW_3U-BDLH DFTXIMMRQ RQ «  then select the VirtualInstrument and

click on 2. @ Select the , QXAXP HQV_6\WWUNVmenu or click on the ﬂ button. The
acquisition is starting and AZUR switch to the 6LJ(DOview of the Instrument (see the figure
below).

YLXUH 9 1HZ 1Q) DQDFTXIMMRQLQWH, QXAXP HIW 6LIQDO YLHZ

The 6LIJQDview of the instrument includes many different parts :

- On the top left of the screen, you can find the instrument toolbar with 9 buttons (Start,
Change time, Stop, Modify information, Configure, Process signal, Full scale display,
Split signals and Synchronize),

On the top right, you have, from left to right, the elapsed acquisition time (in yellow)
and the remaining acquisition time (in blue),
On the bottom left of the screen you can see the instrument state and actual baseline
values (on each channel when two detectors are connected),
On the bottom right, on the second line, there is a combo box enabling to change
attenuation, i.e. the range of signal unit which will be displayed.
If you do not like the colour for the axis, signal and background, right-click with the mouse
on the signal display and select the' D&M 2 SWRQVmenu.

In case of dual detection like in this example, the two signals are displayed in overlay mode.
Click on the button % to display them in separate windows (stacked mode).
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For this tutorial purpose, you did not specify any acquisition length and any file name. Y ou
have use AZUR as a simple "integrator”. So remaining time zone is inactive. By default,
AZUR shows 10 minutes of acquisition. Of course, you can also set the acquisition
parameters (run length, file name, %) before the run in the $FTXIMMRQ view of the
Instrument.

6.2 Zoom and Change Attenuation

You can zoom on the current signal by selecting a zooming zone with your mouse (click
with the left button of the mouse, then extend the zoomed zone by maintaining left button
down and release it).

YUXH  =RRPLQJ

You can go back to full scale by clicking on the graph with the mouse right button and

choosing the ) X@6FX®I menu or simply by clicking the ﬂ button in the toolbar of the
instrument.

YLUXH  $FTXMARQ FROM WP HXX
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If you only want to see what is happening near the baseline, use the ATTN combo box to
choose what signal range you want to see. For example, select 2048 as attenuation to see
what isgoing on :

YUXH 8 QI DAMXDARD

In this case, AZUR only displays the lowest 2048V part of the chromatogram.

6.3 Change Acquisition Duration

If you haven® set any acquisition duration or if you want to change it, click on the ﬂ
button in the toolbar. The following dialog box appears :

YUXH  &KDQIHDFTXIMWRQ GXUDARD

Just type the new run length value and click on the >&KDQJIHabutton. The remaining time
display appears now.

6.4 Change Information On The Fly

If any event happens during the acquisition or simply if you want to associate some
comments to the analysis, you have the possibility to write it down in the information part of
the sample. These information will be kept in the analysis file.

To do this, go in the , QWAXP HQWV & KDQIH$ FTXIMMRYQ , QRLP DARQ menu or click on the
i/ button :
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Click on>2 . @o validate changes.

6.5 Stop Acquisition
When you want to stop your acquisition, go in the , QAP HQNV 6WS menu or click on the

! button. As you stop the acquisition manually, the software will ask you if your analysis
isvalid and if you want to save the analysisfile. Click on >< H/@o save your Analysis.

YUXH  &RQLLP DARQGADR

) LXWH  6DYH$ QOMVGEDR)

Enter the name you want for your analysis ("My first chromatogram" for example) and click
on>2 . @You can now open this Analysis (go to the ) LW 2 SHQmenu, select your file and
clickon=2. @
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We will continue this tutorial with another chromatogram. So close the "M\ LWV
RKURPDWRJIWP" Analysis and the "9 LWXDOQWIKP HQV instrument (either go in the ) LG
& @ HmMenu or click on the button %I at the top right of the window).

Open the "Ext8" Analysis.

7.1 Zoom

As we already saw it when dealing with the acquisition, you can zoom on a desired part of
the chromatogram by selecting with the mouse the chromatogram part that you want to

magnify.
To come back to full scale either click on the ﬂ button or use the corresponding context
menu on the graph (click with the right mouse button) :

) LIXUH WHFKURP DRILDP FRQM WP HOX

For quick access to other visualisation function, you have to display the Visualisation
toolbar by clicking the 8 button

) LIXWH 7 KH$ CDOMY9 DWMXDIMDWRY 7 RREDU

Now you can also zoom in and out in the chromatogram and undo the last zoom either with
the buttons or by using the context menu. Try it!

7.2 Move the Chromatogram

You can move the chromatogram on the screen, either by using the scroll buttons
< < ¥ ¥ or by clicking with the right button, maintaining it down and moving the mouse

(the cursor then looks like this: ”@).
0 RX\\H ZKHHD\VSHADO: if your mouse has got a wheel you can use it to move your
chromatogram up-down or left-right (you have to press the SHIFT key then).
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7.3 Stretch and Compress the Chromatogram
There are four buttons on the Visualisation toolbar to stretch and compress the

chromatogram on the screen :

0 RAH ZKHO\GHADO: if your mouse has got a wheel, you can use it to stretch and
compress your chromatogram. Hold the [CTRL] key to stretch and compress horizontally
and the [CTRL] + [SHIFT] keysto stretch and compress vertically.

7.4 Attenuation

You can also stretch and compress your chromatogram by using the Attenuation combo
box.

By default, the value for attenuation is "Automatic' (i.e. the software displays the
chromatogram in full scale) but you can choose another value if you want to magnify the
chromatogram near the baseline.

7.5 Copy the Chromatogram in a Word Processor

If you want to copy the chromatogram display in your word processor software (Microsoft
Word TM, for example), ssmply click on the chromatogram to ensure it is selected and go in
the ( AW &RS\ menu.

Then in your word processing software, go in the ( AW 3DWMmenu (we used it to copy the
next screen)

JUXUH  &RS\ R WHFKLRP DRILDP XMQJ $=85 X AW&RS\ @ HX
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7.6 Multiple Chromatograms Display

You can display ssmultaneously several chromatograms. To add a second chromatogram,
just drag and drop an analysis file from the Data Selector to the current chromatogram view.
Try to overlay the ([ Wanalysis:

) LIXWH WH ([W LVEXUHW GDIJHSILRP WH' DR6HPRRULORWH: RINVSDRH

YLUXH  WHP RAHEXWRQKDVEHQUHBDHE DQGWH ( [W  DQDOMY LQSXUS®! LVRYHIDIG

If you prefer display the chromatograms with their own axis in 6\ WFNHSmode, you just have
to click on the button = in the chromatogram toolbar. When the chromatograms are
displayed in 6\BFNHGmode, this button changes to =, Click again on the button to revert to
the 2 YHMD mode.

If you want to remove the overlaid chromatogram, select the UHP RYH( [ W command in the
context menu which is accessible by mouse right clicking on the chromatogram.

In order to compare these two chromatograms, it would be useful to shift one of them.
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7.7 Shift the Chromatogram

Sometimes, retention times drift can occur after severa injections. In order to compensate
this drift and to compare chromatograms, it is useful to shift the chromatogram.

To do this, remove the ( [ W analysis and overlay the ( [ W one. Then simply click on the
right button and choose 6 KUWDQDOMY/( [ Win the context menu (or from the menu $ QCDOMY

_BKUVDDOMY)

The mouse cursor changes to c{}> Just drag and drop the chromatogram to a new position
(the overlaid chromatogram remains fixed). The label of the shifted chromatogram display
the shift value in minute. When you have finished, click on the right button to deactivate the
Shift utility.

YLUXUH  WH( [ W FKURP DRIULP KDVEHHQ\KUWGR PLQ
VR DDJQWHELSKHD. CSHDNVIQERK FKURP DRILDP V

To cancd the Shift and revert to the original data, select 8 QGR6KUWh the context menu (or
in the $ QDOMYmenu).
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Now we are going to search for the best automatic parameters to integrate our
chromatogram, to identify the peaks and to quantify our sample.

Moreover we want to use these parameters for other chromatograms of the same batch. In
AZUR, al these parameters are grouped in what we call the 3URFHW0 HMRG

8.1 Integrate
Let's start from the beginning. Close all the analysis and open the "Ext4" analysis.

8.1.1 Peak Width & Threshold
AZUR uses only two integration parameters: the 7 KURWKRGand the 3HON: LOK. The Peak
Width is used to smooth the first derivative of the signal and so to set start and end peak
markers. It must be the base width of the smallest peak you want to integrate. Threshold is
the slope value used to find peak start and peak end. A peak start is detected when two
points with a slope bigger than the threshold parameter are found on the signal.

You can view the parameters in the ,QMIWDARQ YILZ of the analysis (click on the
> QM LDWRQ@utton in the AzurBar to seeit) or directly on your chromatogram by clicking

on theﬁ button to show / hide them.
Y ou can modify the value of these two parameters either in the , QMIUDNRQView or directly

on the chromatogram by clicking on the values.
However, in order to help you to easily determine correct values for these parameters, two
video wizards have been designed.

Firgt, click on ﬂ and select the narrowest peak you want to integrate (it is important that
you indicate with the selection the exact width of the peak).

YUXH  3HN: LOMZIDWG

To evaluate a correct value of the threshold, click on the ﬂ button and select a noisy part
of the chromatogram as explained in the video. Check it out !
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It's necessary to evaluate Peak Width BEFORE Threshold as the second parameter is

depending on the value of the first.
You are ready now to do your first integration. Go in the , QMIWDARY _, QMILDM menu or

just click onthe ﬂ button.

8.1.2 Peak Tip

Y ou can have a brief overview of your integration results by pointing the mouse cursor on
an integrated peak and wait for about one second. The PeakTip appears displaying the peak
parameters.

YLUXWH  3HIN7 LS RQDQLOAMIUDMS SHIN

8.1.3 Integration Events

In some difficult cases, you can improve the peak integration by adding integration events
during the analysis. They alows to deal with numerous types of baseline shapes and
anomalies. Call the context menu on the graph with a right-button click and choose the $ GG

( YHQAMmenu.

YJLUXH  &ROM WP HIX RQWHFKLRP DRILDP
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The Integration Event Explorer is displayed. Click on any event to display its video wizard
which describes the effect of the integration event.

) LIXWH WH, QMILDWRQ ( YHOW( [ SHJ

Choose the 317 @event, enter 0.00 minutes and then click on 2. @Thenaddan>17 @

event at 10.00 minutes. Thus disabling integration between the begin and the 10'[h minute of

the chromatogram as the peaks that we are interested in are located after the 10th minute.

Re-integrate in order to take this modifications into account (click on the H button) . Now
our integration seems to be correct, we will identify our compounds.

8.2 ldentify Peaks
A view has been especialy designed for compounds identification : it is the , GROMLFDARQ

YWHE . Display it by clicking on the corresponding button in the AzurBar

JUXH  WH, GOWIFDARQY IHZ
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8.2.1 On-the-fly Identification
You can enter the name of your peaks directly on your chromatogram. Click on the

P IIQ><[IJ—GIA/I&F@,—"‘é button and then click on the peak label and enter a name (for example
HSKHQ Cfor the peak located at 11.27 minutes).

JUXWH ' ILHAWGHWIFDARQR DSHN

You can do the same for the peak located at 13.03 (IGRHQH, at 16.23 (DQMIDHYH and

22.72 (I0RDQKHY). Click on the #° button in the toolbar : the , GHOMLFDARY 7 DE®H(also
called Peak Table) in the upper part of the view has been filled with the peak names.

YUXH  WH, GONIFDARQ WEGID WULQMDT] DARQ

Y ou can enlarge the Retention Time Window (column “+/- min.”) from 0.1 minutes (which
is the default value) to 0.5 minutes.

Click with the mouse right button in the left upper cell. In the context menu, choose the
&GDUHP SW URZ Vcommand.

YLUXUH ' HBWQI HP SW URZ VIQWH, GHOM LFDWRQ 7 CE®

The resulting , GHAN LFDARQ 7 DE®I(which will be included in the Process Method) could be
used later to identify other similar chromatograms .

-20- AZUR Demo Tour V4.6



8.2.2 Relative ldentification

To increase the robustness of your identification when the retention times shift, you can
define one of them (preferably alarge one) as the reference peak and use it as reference for
the other. The column "Rt. /Rt. Ref* displays the relative retention time (ratio between the
retention times of the peak and of its reference peak). For example, we could use the
biphenyl as the reference peak for the three others.

JUXH  8MQI WHELSKHD CDVDUH HHFHSHN

For large chromatograms, you could have more than one reference peak.

8.3 Quantify

Let's move on to the Quantification view of our analysis now. To do this click on the
> XDQA LFDARQ@utton in the AzurBar. The quantification view looks like this:

JUXH 7 KHS QDOMY4 XDQMIFDARQ YLHZ

The design of the Quantification Table is depending on the selected quantification mode.
The Quantification Table will allow us to specify how our quantities (the 5HX@Wcolumn in
the Results Table) are going to be computed. For this, select a quantification mode and a
response type (area or height). Then, you have the opportunity to enter in your
guantification table the requested parameters to build your calibration curve (the curve
shape and the quantities of the different calibration levels).

The easiest way to do that isto use the 4 XDQAILFDARQ: L] DUG
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8.3.1 Quantification Wizard
To display the Quantification Wizard, use the $ QDOMY_4 XDQNLFDWRQ : | DUG menu or

click on the i button. The first dialog asks you which quantification mode and which
response type you want to use.

JLUXWH 4 XDOMLFDWRY: 1JOUG WH4 XDQAILFDARQO RCH

Select the ([ WDOBMIQIG quantification mode and the $UHD response type for this
demonstration. For all mode using standard, you must also enter a number of calibration
levels (i.e. the number of different sample amount for which you want to create a calibration
point). Enter 2andclickon>2. @

JUXUH  &DIEWDARY: LJDUG GHIQWRQR WHFDIEWDARD GYHY

Enter the amount of each compound in each calibration solution (each level is
corresponding to a different standard, or a different dilution of a standard). Use the values
given infigure above and theclick on 1 HW @

YLUXWH 4 XDOMLFDARY: LJDUG GHIQWRQR FDIEUDARQ FXUYHVP REHY

Change the weighting of the calibration points to
"=". To do this conveniently, select the four cells
of the : HJKWJ column and click with the mouse
right button on the selection. The following dialog

is appearing :
JWXWH  7KH 0 XGASGIXSCDM QDR

Select "=" and click on 32 . @This mechanism is available in amost every grid in AZUR.
Clickon3HW @
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Leave the default option (1 R4 XDQNEFDWRQfor the unknown peaks) and click on 3 LQVK@
Y our Quantification Table is created.

YLXWH 7 KH4 XDOALFDARQ 7 CE®H

8.3.2 Save the Process Method

Remember we have defined integration parameters, added integration events, filled the
identification and quantification tables. In order to use these parameters to process other
analysis, it could be interesting to save them all together in a 3URFHWO0 HMRG Either go in

the $ QDOMY_6DYH3 URFHWO HKMRGmenu or click on the ﬂ button.
Enter "my first process method" as the process method name in the Save dialog box and
click on>2 . @Y our process method is saved and ready to be reused.

8.3.3 Use the Process Method

Go to the ) I _ & @H $ @menu to close al your files (confirm you want to save the
modifications) and then open the ( [ W file (now you should know how to do this).

Then load your brand new process method "my first process method" by using the $ CDOMV
_/ ROG3WRHWO0 HKMRGmenu or clicking on theﬂ button.

Click on 2. @nd then pressthe 3 @unction key to begin the chromatogram processing
(you can also use the H button or the , QMIUDARQ _, QM LDWmMenu).

Go to the 5 HXAVview to display the Results Table.
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8.4 Create Calibration Point (Reprocessing)

Several ways are possible to create calibration points with AZUR. This can be done
automatically with a sample sequence or a batch reprocessing. Another way is to create the
calibration point after the acquisition. For this, you must link a process method in the
Acquisition view of the Instrument like here under :

YUXWH  7KHS FIXMWRQ YLHZ R WH, QWAKP HOADTRZ VR VHANH DFTXMWRQ DQG SURFHWSDLEP HMV

For each channel, you can precise the process method you wish to use. If the sample is a
standard, you just have to select the calibration level (which you have entered in the
quantification table) in the lower part of the Acquisition view (see Figure 39). This
calibration point will be created in the calibration curve(s).

But we can aso create calibration points with already acquired anaysis using the

Reprocessing view. Open it by using the 7 RRY _5 HBURFHMQJ menu or the g button on
the main toolbar.

) LIXWH WHS HSLRAHWMCQ) YIH?
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Click on the button @ in the first cell of the $@DOMY column. You access to the open
dialog box. Click on the header of the first column (1 DP H to sort the analysis by alphabetic
order and select the"( [W', "([W" and "( [W " analysis by holding the [CTRL] key on the
keyboard. Clickon>2 . @

Then select the three first cells of the 3URRHW 0 HKRG column, click with
the mouse right button on the selection and choose >6HPPV@n the context
menul.

YUXH 7 KHFRQM WP HX R WH3 LRFHWO HMRG FROP Q

Then select the process method named "' HPR SURFHW PHKRG' and click on 2. @The
process method has been selected for the three analysis.

The blue column indicates the quantification mode of the selected process method and the
number of calibration levels defined in it (in thiscase " ( [ WLDOXRQALG ).

In the / HYHOcolumn (= Calibration Level), select "/ HYHD " for the Ext10 analysis, "/ HHD "
for the Ext8 analysisand "/ HHD " for Ext6.

In the 8 SADM column (= Calibration curve update) column, choose "5SHSDFH for the first
row (to create a new calibration curve) and leave "$GG' for the other rows.

If you have a printer installed, check the ( [ HHXMWM3 RW\b XQbox at the top of the screen. Let
the 3UQNXP P DY UBRYMnd 6DYH\XP P DU LQ$6&,, boxes uncheck.

Y our table should now normally look like this:

YUXH  DQH DP SGIR 5 HSURFHWMQ) WE®

Click on the button -~ to start the reprocessing. At the bottom of the screen the detailed
processing is described.

) LIXUH WHYDM 5 FBLRAAWMQT WXV

The 3 analysis have been processed with the "' HPRSURFHWPHKRG' process method and 4
calibration curves ("BSKHQ G( ", "IORHHS( ", "DQMIFHHS( " and "ICRDQKHHS( ")
with 3 calibration points each have been created.

Now let's have alook at the calibration curves we just created.
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8.5 View Calibration Curve

Go in the d LBI_2 SH)@nenu, select the calibration curve icon |E and open the "ELSKHQ O
$ (" curve (A stands for Area response and E stands for External standard) — you can also
use the data selector to do thisif you want.

YUXWH  WH& DIELDARQ & XUYHAVSM

Y ou can see some details about your calibration curve, you can also zoom it and change its
requested model and origin treatment. The curve shape and equation will not change
anyway as we only have one calibration point. The "Rea model” and "Real origin” fields
indicate which model and which origin treatment are effectively applied.

The table at the bottom of the page is listing the calibration points coordinates and some of
the point attributes.

Once you have explored the calibration curve view you can go back to the ( [ W analysis.
Either close the calibration curve or select the Analysis tab at the bottom of the screen.
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5 HVXOV 7DE®

Go to the 5 HXOVview now to take a look to the Results table. At the bottom of this table,
AZUR displays to tabs : 5% @SHINW@aNd > GHOWIHG SHONV@ Click on > GHAMLHG SHONV@o
display the results of the only four peaks of interest.

) LIXUH 5 HXQVWE®R WH> GHOW HSE 3HONV@IRE

If you wish to display another parameter like for example the resolution, we can add a
column to the results table. Click on the i button in the toolbar on the top of the view.

YUXH  $GGDFROP QWR5 HXQV7 DE®

Select "5 HROMWMRQ ( 3 ". You can changethe text in the " Title" zoneand click on>2 . @A
column is added at the end of the Results table. This column displays the value of resolution
calculated by the European Pharmacopea formula. If you want to have details about this
formula, use the on-line Help. Y ou access by pressing the F1 key.
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JUXH +$=85 2 Q@H+HS

On the left part, click on the “Index” tab and type “Resolution” as key word. Then you can
display several topics relative to resolution.

Once you have designed the Results Table as you want, click on the ™ button in the
toolbar to save this format. If you want to use the layout of the results table for all your

. . . =]
analysis, you just have to click on the button E to save the current format as the default
one.
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3 UOQNb HSRUV

It is time now to print the report of our analysis. To try this, you must have a printer
accessible from your computer (either directly connected or on the network).

AZUR is providing a set of predefined report (but you can aso easily build your own). With
your "( [ W' Analysis open on the screen, go to the ) LBI_3UQABLHYLLZ menu or click on

the @ button on the main toolbar.

) LIXUH 6HPAMI DU-BRUNRP DV

Select the (67" format (which has been designed to print results from an External
Standard quantification mode) and click on >2 . @If the preview of the printout is OK, click

on the =83UQ/ghutton to print your report.
For advanced users, it is also possible to define your own report format. Open an existing

report format from the Data Selector and modify it as you want !
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6 DP S®1 6 HTXHQFH

Close all your open files (usethe) L& RHS$ @menu).
Gotothe) LBI_1 HZ menu (or click on the g button). In the New Object dialog, click on

the Sequence icon H to create a new sequence.

) LIXWH 1H 6HIXHH R<DQCHOHBRAR)

Uncheck the Detector 2 and click on>2 . @

) LIXUH WHEHT XHFPHYIHZ

At the top of this view, you can see the Sequence Toolbar, the current status of the sequence
and the estimated time when the sequence will be finished. The bottom part of the screen
inform you of the instrument state, the current acquisition elapsed time and the name of the
instrument and of its detector(s). The AzurBar of the Sequence allows to access the History
(where al the sequence executions and the created analysis are listed) and the Summary
Report which is areport summarizing the whole results obtained for the different samples of
the sequence.

Each line is dedicated to one injection and each of these injections can have different
properties. The cells which can be edited appearsin green. Y ou can choose the columns you
want to display in the grid from the sequence properties.

To do this, smply click on the ﬂ button.
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YLUXH  WHBHMNXHFHSURSHWVZ LQGRZ

Click on> @nd 3 ! @o show or hide the rows. You can also change the number of rows
(up to 200) and the start mode. Click on >2 . @o validate the changes.

To fill most of the columns of the table, you can fill multiple cells simultaneously by
selecting the cells with mouse and doing a click with the right button on your selection.

YLUXWUH 0 XOMGIFHYXSCOM

The four buttons on the left of the toolbar allow respectively to start the sequence ﬂ to

pause the sequence m to stop the current acquisition ﬂ and to stop the sequence ﬂ
The "Pause" state has been designed to allow you to enter modification in your sequence

(inserting an urgent sample, for example) while it is running. The button allows you to
have direct access to the current acquisition’'s signal while the sequence is running.

You can try all this with a ssmple sequence with 4 samples (run length : 0.3 min) like here
under. Start the sequence (you will have to save it), wait for the end or stop it and close it.

) LIXWH D\DP SBI6HTXHAHIQ UXQ
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6 XP P DY 5HSRW

Return to the Reprocessing view (if you have closed this view, open it again and select the
(W "([W' and "([W " analysis). If the AzurBar of the Reprocessing doesn't appear,

display it by clicking on the button J in the main toolbar. In the AzurBar, select the

Summary Report |con . Check that the selected Summary report style is 2 QH7DEBISH)
FRP SRXQGand the box 6\BMYXNFVis checked. Then you get the Summary report as shown in
the figure here under in the bottom of the screen. Click on one of the tabs to display the
results of one of the compounds:

) LIXWH 7 KHURX®M 6XP P DU 5 HSRIW

The Summary Report allows to get all the results from reprocessed analysis (when you have
used the Reprocessing) or generated analysis (when you have used the Sample sequence).
You can modify the Summary report format by changing the style (check the box 2 CH
\BE®) or by adding, inserting, deleting columns. As with the Results table, a simple right
click on a column header access to the context menu.

At last, you can export the Summary report (to Excel, for example) either in copying or

in saving in text format
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&ROM W HLQWRQ

By default, AZUR manages data by Instrument (all the data files are stored in the directory
of the Instrument). Now you could wish to manage your data not by Instrument but by
project and by user. For this, close al files and go to the ) L& RQ LIXWDARQ menu. Select
the tab called 2Context definition®:

YLUXWH  7KH&RQM W HIQWRQAHD
As you see in the Criteria List on the left, only Instrument is available. We will create a

Project and a User criteria by clicking on the button E Then we will enter the different

values of these criteria. Select Project in the Criteria List and click on the button j Type
aAcids® asthe criteriavalue. Create also a project 2Alcohol®. Repeat this operation to create
3 User values : Bill, John and Mark. Now the definition screen should ook like this:

YLUXH  7KH&ROM W HIQUWRQAHD

Now look at the table in the bottom. Each line displays one of the different type of files used
in AZUR. For each of them you can choose the criteria used to classify the files you will
generate. For the Analysis, select Project as the Criteria 1 and User as the Criteria 2 (the
Criteria 3 should remain empty). Clickon>2 . @

Y ou can see that the Context Bar is updated with the 2 new criteria we just added. The Data
Selector is also updated.
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If now we want to acquire data, we can select in which directory the resulting data files will
be saved. Select the ,QWAXP HQV_ 3UBDH $ FTXIMMWRQ RQ menu and choose the
a9 LLINDOQXKP HQAL A zone showing our 2 criteria (Project and User) has been added:

YUXH  6HPAMRQR WH' LLHAR)

If we choose 2Acids® and 2John° using the drop-down lists, the resulting Analysis files will
be created in the Data\Acids\John\ directory.

&RQFOX\VIRQ

The AZUR Demo Tour is now finished. It has been designed to allow you to have a preview
of the software but it® not describing all the features. You can explore AZUR more in
details, in particular, by using the help from the menu + H3 _+ H3 RQ$ ] XU

AZUR also offers possibilities for Instrument control. Currently some drivers are available
and it is also easy to develop new ones using our GenDriver module inside AZUR. Feel free
to contact us to have more details about Instrument control.

If you want to purchase AZUR, just contact DATALYS or its local distributor to get your
license number and receive quickly your complete package.

E-mail: contact@datal ys.net
www.datal ys.net
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